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Supplementary Fig. 4. Mapped depths and
positions of identified single nucleotide
polymorphisms (SNPs) in BRCA1 (A) Mapped
depths (y-axis) of called coding SNPs in
BRCA1 (x-axis) according to increasing
sequencing depths. The figure at the bottom
indicates the exonic regions of BRCA1. (B)
Different views of (A) based on increasing
sequencing depths.


