SUPPLEMENTARY MATERIAL

Effect of Next-Generation Exome Sequencing Depth for Discovery of
Diagnostic Variants

KKyung Kim'?®T, Moon-Woo Seong4Jr Won-Hyong Chung’, Sung Sl*p Park’,
Sangseob Leem', Won Park , Jihyun Kim" K|Young Lee"
Rae Woong Park"?* and Namshin Kim®>®**

1Departmen‘[ of Biomedical Informatics, Ajou University School of Medicine, Suwon 443-749, Korea
2Department of Biomedical Science, Graduate School, Ajou University, Suwon 443-749, Korea, *Korean
Bioinformation Center, Korea Research Institute of Bioscience and Biotechnology, Daejeon 305-806, Korea,
4Departmen‘[ of Laboratory Medicine, Seoul National University Hospital College of Medicine, Seoul 110-799,
Korea, 5Department of Functional Genomics, Korea University of Science and Technology, Daejeon 305-806,
Korea, 6Epigenornics Research Center, Genome Institute, Korea Research Institute of Bioscience and
Biotechnology, Daejeon 305-806, Korea

http//www. genominfo.org/src/sm/gni-13-31-s001.pdf



Figure S4.

10
(A) ) ® — No. of partitions
S 20x 40x
200 ~ . 60x e 80x
* . e 100x * 120x
° g ® 140x ® 160x
£ 150 | . . e ® 180x  ® 200x
s @ ®
z ® e L
c : ,
'5_100 . @ .@
[}
o =] ® )
()
e®
50 - pe o
o ]
8
]
O """""""""""""'"""'"""""""'"""""""'"'"""""""""""'><104
4119 4121 4123 4125 4127
BRCA -+ —t+—H
Position
(B) 20x (7) 40x (8) 60x (8) 80x (8)
= 200 ~ 200 A 200 - 200 A
£ 150 - 150 - 150 - 150 -
>
6100 100 ~ 100 ~ 100 H
< :
S 50 - 50 - 50 - 50 -
o
O T T O T T O T T O T T
4119 4123 4127 4119 4123 4127 4119 4123 4127 4119 4123 4127
Position
100x (8) 120x (8) 140x (8) 160x (8)
e 200 A _ ®
200 H o 200 H ® 200
@ @
150 A . 150 - . 150 A 5o, 0 150 - ..
e @
100 - ©o® 100 - o 100 1 ¢ 100 -
50 | . ® 50 | ® ¢
° . 50- . o 50 1 o
0 T T 0 T T 0 T T 0 T T
4119 4123 4127 4119 4123 4127 4119 4123 4127 4119 4123 4127
180x (8) 200x (%)
200 4 ® 200 4 °e Sup‘p‘lementary' Fig..f‘r. Mapped depths and
o ® positions of identified single nucleotide
150 - ® o 150 - polymorphisms (SNPs) in BRCAI (A) Mapped
100 - 100 - ° depths (y-axis) of called coding SNPs in
0 | ® BRCAI (x-axis) according to increasing
e 201 o sequencing depths. The figure at the bottom
0 . . 0 : : indicates the exonic regions of BRCAL (B)
4119 4123 4127 4119 4123 4127 Different views of (A) based on increasing

sequencing depths.



