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Supplementary Table 1. List of mutated genes that were significantly enriched in kidney renal clear

cell carcinoma patients with ANK3 mutations (cBioPortal database)

No. Gene Cytoband Altered group Unaltered group Logratio p-value q-value Enrichedin

1 MCRS1 12913.12 5 (13.89%) 0 (0.00%) >10 6.26E-09 1.30E-04 Altered group
2 SDAD1 4921.1 6 (16.67%) 10 (0.69%) 4.6 8.81E-07 8.66E-03 Altered group
3 TTN 2031.2 17 (47.22%) 195 (13.44%) 1.81 1.59E-06 8.66E-03 Altered group
4 NFAT5 16922.1 6 (16.67%) 12 (0.83%) 4.33 1.97E-06 8.66E-03 Altered group
5 PCLO 7921.11 9 (25.00%) 44 (3.03%) 3.04 2.09E-06 8.66E-03 Altered group
6 AJUBA 14911.2 5 (13.89%) 6 (0.41%) 5.07 2.60E-06 8.99E-03 Altered group
7 NFASC 1g32.1 7 (19.44%) 23 (1.59%) 3.62 3.63E-06 9.59E-03 Altered group
8 MSH6 2p16.3 5 (13.89%) 7 (0.48%) 4.85 4.39E-06 9.59E-03 Altered group
9 HOXA9 7p15.2 3 (11.54%) 0 (0.00%) >10 4.85E-06 9.59E-03 Altered group
10  SLC7A6 16922.1 3 (11.54%) 0 (0.00%) >10 4.85E-06 9.59E-03 Altered group
11 TDRD1 10925.3 5 (13.89%) 1 (0.19%) 6.17 5.09E-06 9.59E-03 Altered group
12 PPP4R3A  14qg32.12 5 (13.89%) 9 (0.62%) 4.48 1.07E-05 1.08E-02 Altered group
13 AMERS3 2021.1 3 (8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
14 BAAT 9g31.1 3 (8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
15 Clz1 9934.11 3 (8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
16  DUSP29 10g22.2 3 (8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
17 GFOD1  6p24.1-p23  3(8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
18 HCAR2 12924.31 3 (8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
19 HLA-DRA  6p21.32 3 (8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
20 LYSMD4 15026.3 3 (8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
21 MAPK13 6p21.31 3 (8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
22 METTL25 12¢21.31 3 (8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
23 MRPL30 2911.2 3 (8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
24 PLPP3 1p32.2 3 (8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
25 PRPH 12913.12 3 (8.33%) 0 (0.00%) >10 1.31E-05 1.08E-02 Altered group
26 ANKRD11  16qg24.3 5 (13.89%) 10 (0.69%) 4.33 1.58E-05 1.17E-02 Altered group
27 NLRC5 16913 5 (13.89%) 10 (0.69%) 4.33 1.58E-05 1.17E-02 Altered group
28  ZFYVE27 10g24.2 5 (13.89%) 10 (0.69%) 4.33 1.58E-05 1.17E-02 Altered group
29 SGO2 2033.1 6 (16.67%) 19 (1.31%) 3.67 1.66E-05 1.19E-02 Altered group
30  SLC9B2 4q24 4 (11.11%) 4 (0.28%) 5.33 1.90E-05 1.31E-02 Altered group
31 WWP2 16922.1 4 (15.38%) 4 (0.42%) 5.19 2.57E-05 1.72E-02 Altered group
32 TMEMS81 1g32.1 4 (11.11%) 5 (0.34%) 5.01 3.35E-05 2.17E-02 Altered group
33 FAT3 11914.3 7 (19.44%) 35 (2.41%) 3.01 3.90E-05 2.45E-02 Altered group
34  BLTP3A 6p21.31 5 (13.89%) 13 (0.90%) 3.95 4.27E-05 2.53E-02 Altered group
35 TEC 4pl2-pll 5 (13.89%) 13 (0.90%) 3.95 4.27E-05 2.53E-02 Altered group
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