Supplementary Table 1. Comparison genome characteristics of Leptospira interrogans genomes

Genome Size (Mb) Gene Accession number Reference
Leptospira interrogans strain Taganrog-2018 4.50 3,974 SJDW00000000.1 [1]
Leptospira interrogans strain FMAS_KW1 4.67 3,823 CP039258.1 and CP039259.1 [2]
Leptospira interrogans strain FMAS_KW?2 4.65 3,836 CP039256.1 and CP039257.1 [2]
Leptospira interrogans strain FMAS_AW1 4.86 4,034 CP039283.1 and CP039284.1 [2]
Leptospira interrogans strain SK-1 4.63 3,731 CP048830 and CP048831 [3]
Leptospira interrogans strain TH_mild 5.06 4,244 CP075694 and CP075695 In this study
Leptospira interrogans strain TH_severe 551 4,609 CP075692 and CP075693 In this study

TH_mild is the Leptospira interrogans mild strain. TH_severe is the Leptospira interrogans severe strain.
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