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Supplementary Table 1. miRNA target sites in HOXA9 gene are highlighted using different 

color  

NCBI 

accession 

No. 

Organism Gene 

name 

HOXA9 DNA sequence 

NM_1527

39.3 

Homo 

sapiens 

Homeo 

boxA9 

(HOXA9),

mRNA 

AGTTGTTACATGAAATCTGCAGTTTCATAATTTCCGTGGGTCGGGCCGGG

CGGGCCAGGCGCTGGGCACGGTGATGGCCACCACTGGGGCCCTGGGCAAC

TACTACGTGGACTCGTTCCTGCTGGGCGCCGACGCCGCGGATGAGCTGAG

CGTTGGCCGCTATGCGCCGGGGACCCTGGGCCAGCCTCCCCGGCAGGCGG

CGACGCTGGCCGAGCACCCCGACTTCAGCCCGTGCAGCTTCCAGTCCAAG

GCGACGGTGTTTGGCGCCTCGTGGAACCCAGTGCACGCGGCGGGCGCCAA

CGCTGTACCCGCTGCGGTGTACCACCACCATCACCACCACCCCTACGTGC

ACCCCCAGGCGCCCGTGGCGGCGGCGGCGCCGGACGGCAGGTACATGCGC

TCCTGGCTGGAGCCCACGCCCGGTGCGCTCTCCTTCGCGGGCTTGCCCTC

CAGCCGGCCTTATGGCATTAAACCTGAACCGCTGTCGGCCAGAAGGGGTG

ACTGTCCCACGCTTGACACTCACACTTTGTCCCTGACTGACTATGCTTGT

GGTTCTCCTCCAGTTGATAGAGAAAAACAACCCAGCGAAGGCGCCTTCTC

TGAAAACAATGCTGAGAATGAGAGCGGCGGAGACAAGCCCCCCATCGATC

CCAATAACCCAGCAGCCAACTGGCTTCATGCGCGCTCCACTCGGAAAAAG

CGGTGCCCCTATACAAAACACCAGACCCTGGAACTGGAGAAAGAGTTTCT

GTTCAACATGTACCTCACCAGGGACCGCAGGTACGAGGTGGCTCGACTGC

TCAACCTCACCGAGAGGCAGGTCAAGATCTGGTTCCAGAACCGCAGGATG

AAAATGAAGAAAATCAACAAAGACCGAGCAAAAGACGAGTGATGCCATTT

GGGCTTATTTAGAAAAAAGGGTAAGCTAGAGAGAAAAAGAAAGAACTGTC

CGTCCCCCTTCCGCCTTCTCCCTTCTCTCACCCCCACCCTAGCCTCCACC

ATCCCCGCACAAAGCGGCTCTAAACCTCAGGCCACATCTTTTCCAAGGCA

AACCCTGTTCAGGCTGGCTCGTAGGCCTGCCGCTTTGATGGAGGAGGTAT

TGTAAGCTTTCCATTTTCTATAAGAAAAAGGAAAAGTTGAGGGGGGGGCA

TTAGTGCTGATAGCTGTGTGTGTTAGCTTGTATATATATTTTTAAAAATC

TACCTGTTCCTGACTTAAAACAAAAGGAAAGAAACTACCTTTTTATAATG

CACAACTGTTGATGGTAGGCTGTATAGTTTTTAGTCTGTGTAGTTAATTT

AATTTGCAGTTTGTGCGGCAGATTGCTCTGCCAAGATACTTGAACACTGT

GTTTTATTGTGGTAATTATGTTTTGTGATTCAAACTTCTGTGTACTGGGT

GATGCACCCATTGTGATTGTGGAAGATAGAATTCAATTTGAACTCAGGTT

GTTTATGAGGGGAAAAAAACAGTTGCATAGAGTATAGCTCTGTAGTGGAA

TATGTCTTCTGTATAACTAGGCTGTTAACCTATGATTGTAAAGTAGCTGT

AAGAATTTCCCAGTGAAATAAAAAAAAATTTTAAGTGTTCTCGGGGATGC

ATAGATTCATCATTTTCTCCACCTTAAAAATGCGGGCATTTAAGTCTGTC

CATTATCTATATAGTCCTGTCTTGTCTATTGTATATATAATCTATATGAT

TAAAGAAAATATGCATAATCAGACAAGCTTGAATATTGTTTTTGCACCAG

ACGAACAGTGAGGAAATTCGGAGCTATACATATGTGCAGAAGGTTACTAC

CTAGGGTTTATGCTTAATTTTAATTGGAGGAAATGAATGCTGATTGTAAC

GGAGTTAATTTTATTGATAATAAATTATACACTATGAAACCGCCATTGGG

CTACTGTAGATTTGTATCCTTGATGAATCTGGGGTTTCCATCAGACTGAA

CTTACACTGTATATTTTGCAATAGTTACCTCAAGGCCTACTGACCAAATT

GTTGTGTTGAGATGATATTTAACTTTTTGCCAAATAAAATATATTGATTC

TTTTCTAAAAAAAAAAAAAAAAAAAA 

mir-145, yellow; mir-126, sky; let-7a, pink; mir-196b.1, green; mir-196b.2, violet. Coding portion of 

HOXA9 is shown in red color. Two binding sites predicted for mir-196b in HOXA9 represented as mir-

196b.1 and mir-196b.2, respectively. 


